Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.076; wR factor = 0.230; data-to-parameter ratio = 15.8.
In the title chromone-tethered benzohydrazide derivative, C 21 H 20 N 2 O 7 ÁH 2 O, the atoms of the 4H-chromen-4-one segment are essentially coplanar (r.m.s. deviation = 0.0073 Å ) with the largest deviation from the mean plane [0.012 (3) Å ] being found for the benzene C atom. The dihedral angles between the chromone segment and the hydrazide plane and between the chromone segment and the benzene ring of the trimethoxybenzene unit are 24.67 (9) and 41.28 (8) Å , respectively. The molecule is connected to the solvent water molecule by O-HÁ Á ÁO hydrogen bonds and weak C-HÁ Á ÁO interactions. Additional N-HÁ Á ÁO interactions are observed and together they link the molecules into chains forming a two-dimensional network along (011).
Related literature
For the biological activity of related compounds, see: Khan et al. (2009); Tu et al. (2013) . For related structures, see: Ishikawa et al. (2014a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Schiff base derivatives of 3-formyl chromones have attracted much attention due to their biological functions such as enzyme inhibition (Khan et al. 2009; Tu et al. 2013) . We herein report the crystal structure of the title compound, which was obtained from the condensation reaction of 6-methoxy-3-formylchromone with 3,4,5-trimethoxybenzoylhydrazide in benzene.
The mean deviation of the least-square planes for the non-hydrogen atoms of the 4H-chromen-4-one segment is 0.0073 Å, and the largest deviation is 0.012 (3) Å for C6 ( Fig.1) showing an essentially coplanar segment. The dihedral angles between this chromone segment and the hydrazide (N1/N2/C12/O4) plane and between the chromone segment and the benzene ring of the trimethoxybenzene unit are 24.67 (9) Å and 41.28 (8) Å, respectively. In the crystal, the molecule is connected to the solvent water molecule by O-H···O hydrogen bonds and weak O-H···O, C-H···O intermolecular interactions (Table 1) . Additional weak N-H···O intermolecular interactions are observed and together they link the molecules into chains forming a 2-D network along (011) (Fig. 2) .
3,4,5-Trimethoxybenzoylhydrazide (1.00 mmol), 6-methoxy-3-formylchromone (1.00mmol), and a few drops of acetic acid were dissolved in 25 ml of benzene, andthe mixture was refluxed with Dean-Stark apparatus for 6 h. After cooling, theprecipitates were collected, washed with n-hexane, and dried (yield 63.6%). Single crystals suitable for X-ray diffraction were obtained by slow evaporation of an acetonitrile solution of the title compound at room temperature.
DART-MS calcd for [C 21 H 20 
Refinement
The C(sp 2 )-and N(sp 2 )-bound hydrogen atoms were placed in geometrical positions [C-H 0.95 Å, U iso (H) = 1.2U eq (C), N-H 0.88 Å, U iso (H) = 1.2U eq (N)], and refined using a riding model. Hydrogen atoms of methyl groups were found in a difference Fourier map, and a rotating group model was applied with distance constraint [C-H = 0.98 Å, U iso (H) = 1.2U eq (C)]. Hydrogen atoms of the water molecule were found in a difference Fourier map, and were refined using a riding model. ) is used only for calculating R-factor (gt). 
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